UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
K2N6G2 K2N6G2_TRYCR [Trypanosoma |NaN [19.946178 NaN NaN 30984116 MATYYERLDNLFAAYAPEKRPLVADI [None None None |None None None None None None

cruzi
marinkellei

LQKYNGREEEVLQSLVKKFGPEPSE
GPNNTKGGHSYRERLVRFYTKYAPG
KLVTVDATLARCVGREEELFSALVEK
YGPEPAISRGDEDSRGVEKISDTQSD
LSHTTSSMSLAPYNVHDFRWRLARI
LMEHAPGKLAILDQMMEKYAGREE
EMLAGCVARYGPEPLPPDTQSPRSR
LLRFIEHYVPRKASSVDVMLKKYDG
RIEALFAALVHKLGPEPPAPSPSNEL
NKPTYRQRLIRFYKFYARERLADVD
NILQRYKGDEESMFRILVERYGPEPD
PASDSDAPIEPAIDYRTRLTRLFTKYA
PERVDSVPYLLAKYKGSEPDIIKALVK
KLGPEPPFDNSGTQSAMVPLGIEDE
GPGNGVPPSTREFREDDGKEGSEFH
RKAEKPEEWLRHLSLPLSAYRRYAV
NRLGEDRVSALEVLFGIPRLLENGN
GGDEKDGKRWVIVKSGMASEKKFG
AVQESEELKEPMIAECISANFACLLL
ILETVEFPLPAVYDEGKVFSLYPFCTL
LSDRDRFTLRTCAAIMDLRRRVEAE
VASLLHEEEVCRGLLKPMDGWKQQ
HITHLEAKKAYKKLLVQKAIELLPEFE
EKERQDIMTVEQIELKGKAFWFYEG
LQTPMSACEDLQVPHGRQGLGNEK
KKAVGGKYVSSTPPPAGCRGFSQLIF
PHPFRGQNCENYGLRSLQSSKSSAE
DTMDASLVKGQKMKSPNTVTTSVL
'WDPKQSTQQENSPWSLLEASPPPRK
PRVAVEPTVRVLRFSSETVLGNRQFT
YTGNKVDITGRDKWGPSKDGRVSQI
AAVPCRDTREAILLGEDPGKFC




