EEVKSHGEEAGKAKVHYNVEFTFDT
DARVAITIYYQATEEFQNGIASYIPKD
NSLQSETVHYKRGVCQQFCLPSHTV
DPSEWAEEELGFDLDREVYPLVVHA
VVDEGDEYFGHCHVLLGTFEKHSD
GTFCVKPLKQKQVWDGVTYLLQEDY
GIENKSNTQDFKVAEDDVRDNSAEC
VVCLSDVRDTLILPCRHCASCNVHC
ADTLRYQANNCPICRLPFRALLQIRA
MRKKLGPLSPSSFNPIISSQTSDSEE
HSSSENIPAGYEVVSLLEALNGPLTS
SPAVPPLHVLGDGHLSGMLPSYGSD
GHLPPVRTLSPLDHLSDCNSQGLKL
NKSLSKSISQNSSVLHEEEDERSCS
ESDTQLSQRLSAQHPEEGPDVTPES
ENLTLSSSGAVDQSSCTGTPLSSTIS
SPEDPASSSLAQSVMSMASSQISTD
TVSSMSGSYIAPGTEEEGEAPPSPRA
IASRAPSEEEETPAESPDSNFAGLPAG
EQDAEGNDIMEEEDRSPVQEDGQR
TCAFLGMECDNNNDFDVASVKALD
NKLCSEVCLPGTWQHDAAIINRHNT
QRRRLSPSSLEDPEEDRPCVWDPLA
\Y

}J];l iprotKB [Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular cytosol nucleus mitochndrion em!()plasmm golgi plasma extl:acellular
name name sites sites reticulum |apparatus membrane region
MOR5D6  |RN157_RAT |Rattus E3 23.439218 NaN S662;5664;S665 (38843836 MGALTSRQHAGVEEVDIPSNSVYRY |False False False |0.755 |False False False False False
norvegicus [ubiquitin PPKSGSYFASHFIMGGEKFDCTHPE
ligase GYLFGENSDLNFLGNRPVSFPYAAP
Rnf157 PPHEPVKTLRSLINIRKDTLRLVKCA




