UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extt:acellular

ID name sites sites reticulum apparatus  membrane [region

MORS5P8 MORS5P8_RAT [Rattus NaN [23.439218 NaN NaN 38843836 MEAWHEIPSVETVWPRVPGWPHSS |False False 1.75 2.054 1.63 0.776 0.587 4.37 1.551
norvegicus LSFSFQGGEHCYYQGQIRGNPASFV

IALSTCHGLHEFSTPQRNTHIQESQF
HSVYKSRLLEFPLDDLPSEFQRINIT
IAPQFTLKPRLKRRKRQLLRFPRNVE
EETKYIELMIVNDHLMFKKHRLSVV
IYTNTYAKSVVNMADVIYKDQLKTRIV
LVAMETWAADNKFAISENPLVTLRE
FMKYRRDFIKEKADAVHLFSGSQFE
SSRSGAAYIGGICSLLRGGGVNEFGK
TDLMAVTLAQSLAHNIGIISDKRKLA
SGECKCEDTWSGCIMGDTGYYLPKK
FTQCNIEEYHDFLNSGGGACLFNKP
SKLLDPPECGNGFIETGEECDCGTP
IAECALEGAECCKKCTLTQDSQCSDG
LCCKKCKFQPLGTVCREAVNDCDIR
EICSGNSSQCAPNVHKMDGYSCDG
TQGICFGGRCKTRDRQCKYIWGQKV
TASDRYCYEKLNIEGTEKGNCGKDK
DTWTQCNKRDVLCGFLLCTNIGNIP
RLGELDGEITSTLVVQQGRTLNCSG
GHVKLEEDVDLGYVEDGTPCGPQM
MCLEHRCLPMASFNFSTCLSNKAG
TVCSGNGVCSNELKCVCNRHWTGA
DCGTHFPHNDDAKTGITLSGNGVAG
TNIIIGIIAGTILVLALILGITAWGYKQL
PQGDYVKKPGDGDSFYSDFPPGGSA
DSASSSKKRSNGLSHSWSERIPDTK
HISDICENGRPRSNSWQGSEQSSKS
KTCILGTYKKVFFPISSSALLPSPSSS
TGSIASSRKYPYPMPPLPDEEKTVNR
QSARVYSNSARFILGCCWHLELTFC
PFLRFLFVWFF




