
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

M0R715 M0R715_RAT Rattus
norvegicus

NaN 23.439218 NaN NaN 38843836 MGTPSHELNTTSSGSEVIRKALEEG
LGRRICVAQPVPFVPQVLGVMIGAGV
AVLVTAVLILLVVRRLRVQKTPAPEG
PRYRFRKRDKVLFYGRKIMRKVSQS
TSSLVDTSVSTTSRPRMKKKLKMLN
IAKKILRIQKETPTLQRKEPPPSVLEA
DLTEGDLANSHLPSEVLYMLKNVRV
LGHFEKPLFLELCRHMVFQRLGQG
DYVFRPGQPDASIYVVQDGLLELCLP
GPDGKECVVKEVVPGDSVNSLLSIL
DVITGHQHPQRTVSARAARDSTVLR
LPVEAFSAVFTKYPESLVRVVQIIMV
RLQRVTFLALHNYLGLTNELFSHEI
QPLRLFPSPGLPTRTSPVRGSKRVVS
TSGTEDTPKETSGRPLDPTGAPLPGP
AGDPVKPTSLEAPSAPLLSRCISMPV
DISGLQGGPRSDFDMAYERGRISVS
LQEEASGGPQTASPRTPTQELREQP
AGACEYSFCEDESATGGCPFGPYQG
RQTSSIFEAAKRELAKLMRIEDPSLL
NSRVLLHHAKAGTIIARQGDQDVSL
HFVLWGCLHVYQRMIDKAEEVCLFV
AQPGELVGQLAVLTGEPLIFTLRAQR
DCTFLRISKSDFYEIMRAQPSVVLSA
AHTVAARMSPFVRQMDFAIDWTAV
EAGRALYRQGDRSDCTYIVLNGRLR
SVIQRGSGKKELVGEYGRGDLIGVVE
ALTRQPRATTVHAVRDTELAKLPEG
TLGHIKRRYPQVVTRLIHLLSQKILG
NLQQLQGPFPGSGLSVPQHSELTNP
ASNLSTVAILPVCAEVPMMAFTLEL
QHALQAIGPTLLLNSDIIRARLGASA
LDSIQEFRLSGWLAQQEDAHRIVLY
QTDTSLTPWTVRCLRQADCILIVGLG
DQEPTVGQLEQMLENTAVRALKQLV
LLHREEGPGPTRTVEWLNMRSWCS
GHLHLRCPRRLFSRRSPAKLHELYE
KVFSRRADRHSDFSRLARVLTGNTI
ALVLGGGGARGCSHIGVLKALEEAG
VPVDLVGGTSIGSFIGALYAEERSAS
RTKQRAREWAKSMTSVLEPVLDLTY
PVTSMFTGSAFNRSIHRVFQDKQIE
DLWLPYFNVTTDITASAMRVHKDGS
LWRYVRASMTLSGYLPPLCDPKDGH
LLMDGGYINNLPADIARSMGAKTVI
AIDVGSQDETDLSTYGDSLSGWWLL
WKRLNPWADKVKVPDMAEIQSRLA
YVSCVRQLEVVKSSSYCEYLRPSIDC
FKTMDFGKFDQIYDVGYQYGKAVFG
GWTRGEVIEKMLTDRRSTDLNESRR
ADILAFPSSGFTDLAEIVSRIEPPTSY
VSDGCADGEESDCLTEYEEDAGPDC
SRDEGGSPEGASPSTASEVEEEKSTL
RQRRFLPQETGAQ

False False 2.491 0.823 0.919 3.967 0.678 1.667 1.321


