
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

M0RC17 M0RC17_RAT Rattus
norvegicus

NaN 23.439218 NaN NaN 38843836 MELPLGGRGLILSLIFLLLKLSTAEIP
LSVHQVPTIVKQSYVQVAFPFDEYFQ
IECEAKGNPEPKFSWTKDDKPFDLS
DPRIIAFNNSGTFRIPNEGHISHFQG
KYRCFASNRLGTAISEEIEFIVPGVPK
FPKEKIEPIDVEEGDSIVLPCNPPKG
HPPLHIYWMNIELEHIEQDERVYMS
QKGDLYFANVEEKDSRNDYCCFAAF
PKLRTIVQKMPMKLTVNSLKHANDS
SSSTEISNQANSIKQRKPKLLLPPAQI
GSASSKTVLKGDTLLLECFAEGLPTP
QIEWSKLGSELPKGRATIEIHEKTLKI
ENVSYQDRGNYRCTANNLLGKASH
DFHVIVEEPPRWKKKPQSAVYSTGS
NGILLCEAEGEPQPTIKWRVNGLPIE
NHPFPGDVMFPREISFTNLQPNHTA
VYQCEASNIHGTILANANIDVVDVVP
LIQTKNEENYETVVGYSAFLHCEYFA
SPKATVVWEVADETHPLEGGRYHTH
ENGTLEIERTTEEDAGSYSCWVDNT
MGKAVITANLDIRNATKLRVFPKNP
RIPKSHVLELYCESQCDSHLKHSLKL
SWSKDGEAFEMNGTEDGRIVIDGA
NLTISNISGEDQGIYSCSAQTALDST
SGKTQVTVLGVPDPPRNLLLSERQN
RSVRLSWEAGDDHNSKISEYIVEFE
GNREEPGKWEELTRVRGEETDVVLP
LAPYVRYQFRVTAVNEVGKSHSSQP
SDHHETPPAAPDKNPHNIRVQASQP
KEMIIKWEPLKSMEQNGPGLEYRVS
WKPQGAPEEWEEETVTNHTLRVMT
PTVYAPYDVQVQAINQLGSGPEPQPV
TLYSGEDYPSTAPVIHRVDVMNSTLV
KVTWSSIPKETVHGLLRGYQINWWK
TKSLLDGRTHPKEVNILRFSGQRNS
GMVPSLEPFSEFHLTVLAYNSKGAG
PESEPYIFQTPEGVPEQPSFLKVIKVD
KDTATLSWGLPKKLNGNLTGYLLQY
QIINDTYELGELNEINVTTPSKSSWH
LSNLNATTKYKFYLKACTSRGCGKPI
SEEGATLGEGSKGIRKITEGVNVTQK
SHPVEVLVPGAEHIVHLMTKNWGD
NDSIFQDVIETRGREYAGLYDDISTQ
GWFIGLMCAIALLTLILLTVCFVKRN
RGGKYSVKEKEDLHPDPEVQSAKDE
TFGEYSDSDEKPLKGSLRSLNRNMQ
PTESADSLVEYGEGDQSIFNEDGSFI
GAYTGAKEKGSVESNGSSTATFPLR
A

False False 0.797 0.632 0.682 0.668 False 2.705 0.979


