
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

M0RDA4 M0RDA4_RAT Rattus
norvegicus

receptor
protein-
tyrosine
kinase

23.439218 NaN NaN 38843836 MELRALLCWASLATALEETLLNTKL
ETADLKWVTYPQAEGQWEELSGLD
EEQHSVRTYEVCDMKRPGGQAHWL
RTGWVPRRGAVHVYATIRFTMMECL
SLPRASRSCKETFTVFYYESEADTAT
AHTPAWMENPYIKVDTVAAEHLTRK
RPGAEATGKVNIKTLRLGPLSKAGFY
LAFQDQGACMALLSLHLFYKKCSRL
VTNLTYFPETVPRELVVPVAGSCVAN
AVPTASPSPSLYCREDGQWAEQQVT
GCSCAPGYEAAEGNKVCRACGQGTF
KPQIGEEPCLPCPANSHSNNIGSPVC
LCRIGYYRARSDPRSSPCTTPPSAPR
SVVHHLNGSSLRLEWSAPLESGGRE
DLTYAVRCRECRPGGSCLPCGGDLT
FDPGPRDLVEPWVAIRGLRPDVTYTF
EVAALNGVSTLATGPPPFEPVNVTTD
REGRTGFLSPAVPPAVSDIRVTRSSP
SSLILSWAIPRAPSGAVLDYEVKYHE
KGAEGPSSVRFLKTSENRAELRGLK
QGASYLVQVRARSEAGYGPFGQEHH
SQTQLDESESWREQLALIAGTAVVG
VVLVLVVIIIAVLCLRKQSSGREVEYS
DKHGQYLIGHGTKVYIDPFTYEDPNE
AVREFAKEIDVSYVKIEEVIGAGEFG
EVCRGRLKAPGKKESCVAIKTLKGGY
TERQRREFLSEASIMGQFEHPNIIRL
EGVVTNSVPVMILTEFMENGALDSF
LRLNDGQFTVIQLVGMLRGIASGMR
YLAEMSYVHRDLAARNILVNSNLVC
KVSDFGLSRFLEENSSDPTYTSSLGG
KIPIRWTAPEAIAFRKFTSASDAWSY
GIVMWEVMSFGERPYWDMSNQDVI
NAIEQDYRLPPPPDCPTSLHQLMLD
CWQKDRNARPRFPQVVSALDKMIR
NPASLKIVARENGGASHPLLDQRQP
HYSAFGSVGEWLRAIKMGRYEESFA
AAGFGSFEVVSQISAEDLLRIGVTLA
GHQKKILASVQHMKSQAKPGAPGGT
GGPTQQF

False True 1.292 2.044 1.38 1.123 0.74 4.405 2.009


