UniprotKB Entry name organism full oglcnacscore o.glcnac ‘p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion ent‘ioplasmlc golgi plasma extlfacellular
ID name sites sites reticulum apparatus membrane region
MIMRN7 |[MI9MRN7_DROME |Drosophila  [NaN [25.496522 NaN NaN 33925313 [MEAIYQLVVILAIIFGHLQFQSTVLAD [None None None [None None None None None None

melanogaster

PAFRRPNAIAPARTYSGVYNHSTIHR
AVEKSNLTAPAVHQPVLQAPGFIIPY
QNRSLVHANQGSHGVLPGSVPAQD
SGPSSVWVASNNHQPGVTGVLQPN
PSQGKIVNPPFVIGKNNGSFYSTYNA
TVPGRTYPYGNLSI




