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name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

M9NG31 M9NG31_DROME Drosophila
melanogaster

NaN 25.496522 NaN NaN 33925313 MRLFSLLPLLALLVVQAAGQSEVTS
DDPATDAGSTTNSTTDTKPRIPSQDE
MDAFYMMFPALGSLLKWGSLFPAY
SILGAIPDNLQPTAAASKVVLVLADD
ATAKTRVARQNPPPNPLGQLMNWP
ALPQDFQLPSMDLGPQVGSFLAQLP
AMPTVPGLLGAAAPVPAPAPAPAAAP
PPAPAPAADPPAAPVPDAPQPAILGQ
AALQNAFTFFNPANFDASSLLGQSV
PTFAPPNLDFVAQMQRQFFPGMTP
AQPAAAGTDAQASDISEVRVRPEDPY
SQEAQMKIKSALEMEQERQQQAQV
KDQEQVPLLWFRMPTTQNQDATEE
KTLEDLRVEAKLRAFERQVIAELRM
LQKIELMAKQMRSSAAAQNGDSPYR
ISYPLSRTPIHKITRADIEQALRDDYV
RRLVNKEAQRRARNSGINTQKANAL
KRQAKSQDQTLSKEDIVQIMAYAYR
MANEQMESEKGKQDKVYAAYRTEQ
NPMMMQQRQWSEEQAKIQQNQQQ
IQQNPMMMQQRQWSEEQAKIQQN
QQQIQQNPMMMQQRQWSEEQAKI
QQNQQQIQQNPMMMQQRQWSEE
QAKIQQNQQQIQQNPMMVQQRQW
SEEQAKIQQNQQQIQQNPMMMQQ
RQWSEEQAKIQHDQQMAQQMAQQ
GLMMTEQRQRQWSEDQAKIQQAQ
QMAQQTPMMMPQMQQRQWTEDP
QMVQQMQQRQWAEDQTRMQMAQ
QNPMMQQQRQMAENPQMMQQRQ
WSEEQTKIEQAQQMAQQNQMMMQ
QMQQRQWSEDQAQIQQQQRQMM
QQTPMMMKERQWAEENPQSVQQQ
GPMMMQQQMPSMMQREVEDEDN
KAEDDLVGEAGPQMPENEGTARHK
VDALGVGGNKRKKSKSKSAPPTVIN
YYYAAPQRPVVQSYGTSYGGGGYGS
NAYGVPRPVNSYQSQGYRAAVGNDE
VDEMLRQHQTMARTINPKQPGEVG
GSESQKSNSNPPTTLTPAPQEQPQE
HRVHKRLAHFHRFGREAGLNATTS
KGCGCGRLDCLCGRSCRCGRRGLE
SRVVSSRTSGTCQCKASHRNKRSVE
YGTLETIDEGSLNELRREYKLGLKEI
TLSPDEDPAEALMRYNAASIREALER
ASMEPLEIGGDQYEEDAQQEPMEEE
QLQHDPNTEPQYNHKDFVRLTTSTA
SPITSTTEAATPTGSDSTSEATVTPEV
TTTTSTSTTTTTESTKDEGLDMQQD
SQAEAESSHVTKSISKQEAEIHQLHS
IVEELKNEILKLNLRCSTIISNNVAKE
PVTEKNPPVVEEPSKQEDKPKVEEK
VIAEEQAPVEQEEELEEDEDSTSIST
TTETPSPSGSYSTKPGLSLGSPRVDE
QSGSSNKLDYDDDNNWQRILANRG
YDTDYLTKSHERQFAQGQNLEMPK
NCNYDGNGSQEYGPYPEFQADEPST
DTEGKAKRALSVKQQAQLLNAALND
SGSDSSDGTTTTTTPSPYAMRGKFV
RRRSTARRVPIPKIGKASDEVWVRSP
RQAKMPQRPKKSMSKPKKQSSQVT
TQATVSSTKLDSLVDVLKDLVRLQIQ
KEKKSSLLRTQSNNLSKTKPKSIKPV
KVIKRKRLRRRQHKSIATTIRSPIQTK
A

None None None None None None None None None


