}Jl;l iprotKB Entry name organism full oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi p
name sites reticulum |apparatusn
000139 KIF2A_HUMAN [Homo Kinesin-|15.554357 NaN S75;T78;T97;5S100;S135;S140;S556; |34229054;37217939;30379171;409 |MATANFGKIQIGIYVEIKRSDGRIHQ (True False 4.684 [4.59 1.321 0.915 1.081 1
sapiens like S573 14422;34019948;28510447 AMVTSLNEDNESVTVEWIENGDTK
protein GKEIDLESIFSLNPDLVPDEEIEPSPE
KIF2A TPPPPASSAKVNKIVKNRRTVASIKN

DPPSRDNRVVGSARARPSQFPEQSS
SAQQNGSVSDISPVQAAKKEFGPPS
RRKSNCVKEVEKLQEKREKRRLQQ
QELREKRAQDVDATNPNYEIMCMIR
DFRGSLDYRPLTTADPIDEHRICVCV
RKRPLNKKETQMKDLDVITIPSKDVV
MVHEPKQKVDLTRYLENQTFRFDYA
FDDSAPNEMVYRFTARPLVETIFER
GMATCFAYGQTGSGKTHTMGGDFS
GKNQDCSKGIYALAARDVFLMLKKP
NYKKLELQVYATFFEIYSGKVFDLLN
RKTKLRVLEDGKQQVQVVGLQEREV
KCVEDVLKLIDIGNSCRTSGQTSANA
HSSRSHAVFQIILRRKGKLHGKFSLI
DLAGNERGADTSSADRQTRLEGAEI
NKSLLALKECIRALGRNKPHTPFRAS
KLTQVLRDSFIGENSRTCMIATISPG
MASCENTLNTLRYANRVKELTVDPT
AAGDVRPIMHHPPNQIDDLETQWG
VGSSPQRDDLKLLCEQNEEEVSPQL
FTFHEAVSQMVEMEEQVVEDHRAV
FQESIRWLEDEKALLEMTEEVDYDV
DSYATQLEAILEQKIDILTELRDKVKS

FRAALQEEEQASKQINPKRPRAL




