UniprotKB Entry name organism ffull oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion . ic golgi P
ID name sites reticulum |apparatus|n
000178 GTPB1_HUMAN |Homo GTP- |30.059153 NaN S6;58;512;524;S25;544;S47;5S69;S5 |40914422;23301498;32119511;386 [MATERSRSAMDSPVPASMFAPEPSS [True False 4.546 [2.767 |1.536 2.036 1.921 2
sapiens  |binding 80 65916 PGAARAAAAAARLHGGFDSDCSEDG
protein EALNGEPELDLTSKLVLVSPTSEQYD

1

SLLRQMWERMDEGCGETIYVIGQGS
DGTEYGLSEADMEASYATVKSMAEQ
IEADVILLRERQEAGGRVRDYLVRKR
VGDNDFLEVRVAVVGNVDAGKSTLL
GVLTHGELDNGRGFARQKLFRHKH
EIESGRTSSVGNDILGFDSEGNVVN
KPDSHGGSLEWTKICEKSTKVITFID
LAGHEKYLKTTVFGMTGHLPDFCM
LMVGSNAGIVGMTKEHLGLALALNV
PVFVVVTKIDMCPANILQETLKLLQR
LLKSPGCRKIPVLVQSKDDVIVTASN
FSSERMCPIFQISNVTGENLDLLKM
FLNLLSPRTSYREEEPAEFQIDDTYS
VPGVGTVVSGTTLRGLIKLNDTLLLG
PDPLGNFLSIAVKSIHRKRMPVKEVR
GGQTASFALKKIKRSSIRKGMVMVS
PRLNPQASWEFEAEILVLHHPTTISP
RYQAMVHCGSIRQTATILSMDKDCL
RTGDKATVHFRFIKTPEYLHIDQRLV
FREGRTKAVGTITKLLQTTNNSPMN
SKPQQIKMQSTKKGPLTKRDEGGPS
GGPAVGAPPPGDEASSVGAGQPAAS
SNLQPQPKPSSGGRRRGGQRHKVK
SQGACVTPASGC




