}Jl;l iprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma ext
sites sites reticulum |apparatus membrane reg
000231 PSD11_HUMAN [Homo 26S 19.004767 NaN S14;S23 33214551;32870666;38665916;347 |MAAAAVVEFQRAQSLLSTDREASIDI |True False 4.61 4.567 [1.682 1.709 1.059 1.3 4.2t

sapiens |proteasome 25712;40914422;34019948;351381 |LHSIVKRDIQENDEEAVQVKEQSILE

non- 01 LGSLLAKTGQAAELGGLLKYVRPFL

ATPase NSISKAKAARLVRSLLDLFLDMEAAT

regulatory GQEVELCLECIEWAKSEKRTFLRQA

subunit 11 LEARLVSLYFDTKRYQEALHLGSQLL

RELKKMDDKALLVEVQLLESKTYHA
LSNLPKARAALTSARTTANAIYCPPK
LQATLDMQSGIIHAAEEKDWKTAYS
YFYEAFEGYDSIDSPKAITSLKYMLL
CKIMLNTPEDVQALVSGKLALRYAG
RQTEALKCVAQASKNRSLADFEKAL
TDYRAELRDDPIISTHLAKLYDNLLE
QNLIRVIEPFSRVQIEHISSLIKLSKA
DVERKLSQMILDKKFHGILDQGEGV
LIIFDEPPVDKTYEAALETIQNMSKV

VDSLYNKAKKLT




