UniprotKB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi - extr.acellular
ID sites sites reticulum apparatus membrane |region
000337 S28A1_HUMAN Homo Sodium/nucleoside [28.275761 NaN NaN 39894887 MENDPSRRRESISLTPVAKGLENMG (True True 4.422 |4.353 [1.589 1.092 1.109 5.0 1.805

sapiens |cotransporter 1 ADFLESLEEGQLPRSDLSPAEIRSSW

SEAAPKPFSRWRNLQPALRARSFCR
EHMQLFRWIGTGLLCTGLSAFLLVA
CLLDFQRALALFVLTCVVLTFLGHRL
LKRLLGPKLRRFLKPQGHPRLLLWF
KRGLALAAFLGLVLWLSLDTSQRPE
QLVSFAGICVFVALLFACSKHHCAVS
WRAVSWGLGLQFVLGLLVIRTEPGFI
IAFEWLGEQIRIFLSYTKAGSSFVFGE
ALVKDVFAFQVLPIIVFFSCVISVLYH
IVGLMQWVILKIAWLMQVTMGTTAT
ETLSVAGNIFVSQTEAPLLIRPYLAD
MTLSEVHVVMTGGYATIAGSLLGAYI
SFGIDATSLIAASVMAAPCALALSKL
VYPEVEESKFRREEGVKLTYGDAQN
LIEAASTGAAISVKVVANIAANLIAFL
AVLDFINAALSWLGDMVDIQGLSFQ
LICSYILRPVAFLMGVAWEDCPVVAE
LLGIKLFLNEFVAYQDLSKYKQRRLA
GAEEWVGDRKQWISVRAEVLTTFAL
CGFANFSSIGIMLGGLTSMVPQRKS
DFSQIVLRALFTGACVSLVNACMAGI
LYMPRGAEVDCMSLLNTTLSSSSFE
IYQCCREAFQSVNPEFSPEALDNCC
RFYNHTICAQ




