}Jl;l iprotKB Entry name organism (full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em_ioplasmlc golgi plasma exti
sites sites reticulum |apparatus membrane |reg
000422 SAP18_HUMAN [Homo Histone 17.970018 T8 NaN 34019948;30444036;33465208;372 |MAVESRVTQEEIKKEPEKPIDREKTC [True False 4.475 |5.0 0.375 False False False Fals
sapiens |deacetylase 17939;40596516;28510447 PLLLRVFTTNNGRHHRMDEFSRGN
complex IVPSSELQIYTWMDATLKELTSLVKEV
subunit YPEARKKGTHFNFAIVFTDVKRPGYR
SAP18 IVKEIGSTMSGRKGTDDSMTLQSQKF
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