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D Entry name |organism loglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr_ace]
name sites sites reticulum |apparatus membrane region
000425 1IF2B3_HUMAN [Homo Insulin- (14.5873 NaN S184;T528 34229054;33214551;35138101;340 |MNKLYIGNLSENAAPSDLESIFKDA (True False 4.781 [4.33 1.988 1.51 0.884 2.461 2.028
sapiens like 19948;30397120;32119511;285104 |[KIPVSGPFLVKTGYAFVDCPDESWAL

growth 47;38665916 KAIEALSGKIELHGKPIEVEHSVPKR

factor QRIRKLQIRNIPPHLQWEVLDSLLVQ

2 [YGVVESCEQVNTDSETAVVNVTYSS

mRNA- KDQARQALDKLNGFQLENFTLKVAY

binding IPDEMAAQQNPLQQPRGRRGLGQR

protein GSSRQGSPGSVSKQKPCDLPLRLLV

3

PTQFVGAIIGKEGATIRNITKQTQSKI
DVHRKENAGAAEKSITILSTPEGTSA
ACKSILEIMHKEAQDIKFTEEIPLKIL
IAHNNFVGRLIGKEGRNLKKIEQDTD
TKITISPLQELTLYNPERTITVKGNVE
TCAKAEEEIMKKIRESYENDIASMNL
QAHLIPGLNLNALGLFPPTSGMPPP
TSGPPSAMTPPYPQFEQSETETVHL
FIPALSVGAIIGKQGQHIKQLSRFAGA
SIKIAPAEAPDAKVRMVIITGPPEAQF
KAQGRIYGKIKEENFVSPKEEVKLEA
HIRVPSFAAGRVIGKGGKTVNELQN
LSSAEVVVPRDQTPDENDQVVVKIT
GHFYACQVAQRKIQEILTQVKQHQQ
QKALQSGPPQSRRK




