UniprotkB Entry name organism full name |oglcnacscore °9 lcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em?oplasmlc golgi plasma eXtI.‘acellular
ID sites sites reticulum apparatus membrane region
000462 MANBA_HUMAN Homo Beta- 17.826004 NaN NaN 38665916 MRLHLLLLLALCGAGTTAAELSYSLR |False False 1.388 |1.512 1.423 1.775 1.242 4.28 2.658

sapiens |mannosidase GNWSICNGNGSLELPGAVPGCVHS

ALFQQGLIQDSYYRFNDLNYRWVSL
DNWTYSKEFKIPFEISKWQKVNLILE
GVDTVSKILFNEVTIGETDNMFNRY
SFDITNVVRDVNSIELRFQSAVLYAA
QQSKAHTRYQVPPDCPPLVQKGECH
VNFVRKEQCSFSWDWGPSFPTQGI
'WKDVRIEAYNICHLNYFTFSPIYDKS
AQEWNLEIESTFDVVSSKPVGGQVIV
AIPKLQTQQTYSIELQPGKRIVELFVN
ISKNITVETWWPHGHGNQTGYNMT
VLFELDGGLNIEKSAKVYFRTVELIE
EPIKGSPGLSFYFKINGFPIFLKGSN
WIPADSFQDRVTSELLRLLLQSVVDA
NMNTLRVWGGGIYEQDEFYELCDE
LGIMVWQDFMFACALYPTDQGFLD
SVTAEVAYQIKRLKSHPSIIIWSGNN
ENEEALMMNWYHISFTDRPIYIKDY
VTLYVKNIRELVLAGDKSRPFITSSPT
NGAETVAEAWVSQNPNSNYFGDVH
FYDYISDCWNWKVFPKARFASEYGY
QSWPSFSTLEKVSSTEDWSFNSKFS
LHRQHHEGGNKQMLYQAGLHFKLP
QSTDPLRTFKDTIYLTQVMQAQCVK
TETEFYRRSRSEIVDQQGHTMGALY
WQLNDIWQAPSWASLEYGGKWKM
LHYFAQNFFAPLLPVGFENENTFYIY
GVSDLHSDYSMTLSVRVHTWSSLEP
VCSRVTERFVMKGGEAVCLYEEPVS
ELLRRCGNCTRESCVVSFYLSADHE
LLSPTNYHFLSSPKEAVGLCKAQITA
IISQQGDIFVFDLETSAVAPFVWLDV
GSIPGRFSDNGFLMTEKTRTILFYPW
EPTSKNELEQSFHVTSLTDIY




