UniprotKB Entry name organism (full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular [extracellular |cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma M
ID sites sites reticulum apparatus membrane 1
000469 PLOD2_HUMAN [Homo Procollagen- [19.223567 S33;T727(T320;T323 23301498;33214551;39531497;410 |MGGCTVKPQLLLLALVLHPWNPCL |False True 1.861 [2.286 [2.189 5.0 3.492 1.705 4
sapiens |lysine,2- 18975;40596516;26853435;386659 |GADSEKPSSIPTDKLLVITVATKESD
oxoglutarate 16;34725712;35008409;34019948;3 |GFHRFMQSAKYFNYTVKVLGQGEE

5-
dioxygenase
2

3465208

WRGGDGINSIGGGQKVRLMKEVME
HYADQDDLVVMFTECFDVIFAGGPE
EVLKKFQKANHKVVFAADGILWPDK
RLADKYPVVHIGKRYLNSGGFIGYAP
'YVNRIVQQWNLQDNDDDQLFYTKV
'YIDPLKREAINITLDHKCKIFQTLNGA
VDEVVLKFENGKARAKNTFYETLPV
IAINGNGPTKILLNYFGNYVPNSWTQ
DNGCTLCEFDTVDLSAVDVHPNVSI
GVFIEQPTPFLPRFLDILLTLDYPKEA
LKLFIHNKEVYHEKDIKVFFDKAKH
EIKTIKIVGPEENLSQAEARNMGMD
FCRQDEKCDYYFSVDADVVLTNPRT
LKILIEQNRKIIAPLVTRHGKLWSNF
WGALSPDGYYARSEDYVDIVQGNRV
GVWNVPYMANVYLIKGKTLRSEMN
ERNYFVRDKLDPDMALCRNAREMG
VFMYISNRHEFGRLLSTANYNTSHY
NNDLWQIFENPVDWKEKYINRDYS
KIFTENIVEQPCPDVFWFPIFSEKAC
DELVEEMEHYGKWSGGKHHDSRIS
GGYENVPTDDIHMKQVDLENVWLH
FIREFIAPVTLKVFAGYYTKGFALLNF
'VVKYSPERQRSLRPHHDASTFTINIA
LNNVGEDFQGGGCKFLRYNCSIESP
RKGWSFMHPGRLTHLHEGLPVKNG
TRYIAVSFIDP




