QFSGSSKDSCLNVKTPIVPVEDLPYT
LSMVATIDSQHGIEKVQSNCPLSPTE
YLGEDKTSAQVSLAAGHKFDRDVEL
LIYYNEVHTPSVVLEMGMPNMKPG
HLMGDPSAMVSFYPNIPEDQPSNTC
GEFIFLMDRSGSMQSPMSSQDTSQ
LRIQAAKETLILLLKSLPIGCYFNIYG
FGSSYEACFPESVKYTQQTMEEALG
RVKLMQADLGGTEILAPLQNIYRGPS
IPGHPLQLFVFTDGEVTDTFSVIKEV
RINRQKHRCFSFGIGEGTSTSLIKGIA
RASGGTSEFITGKDRMQSKALRTLK
RSLQPVVEDVSLSWHLPPGLSAKML
SPEQTVIFRGQRLISYAQLTGRMPAA
ETTGEVCLKYTLQGKTFEDKVTFPLQ
PKPDVNLTIHRLAAKSLLQTKDMGL
RETPASDKKDALNLSLESGVISSFTA
FIAINKELNKPVQGPLAHRDVPRPIL
LGASAPLKIKCQSGFRKALHSDRPPS
ASQPRGELMCYKAKTFQMDDYSLC
GLISHKDQHSPGFGENHLVQLIYHQ
NANGSWDLNEDLAKILGMSLEEIM
AAQPAELVDSSGWATILAVIWLHSN
GKDLKCEWELLERKAVAWMRAHAG
STMPSVVKAAITFLKSSVDPAIFAF

UniprotKB Entry name organism [full name oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus imitochndrion em!oplasmlc golgi plasma extlfacellular
ID sites sites reticulum apparatus membrane region
000534 'VMASA HUMAN [Homo lvon 28.275761 NaN NaN 39894887 MVHFCGLLTLHREPVPLKSISVSVNI [True False 1.745 (4.66 1.441 0.928 False 1.046 0.908
sapiens  [Willebrand YEFVAGVSATLNYENEEKVPLEAFFV

factor A FPMDEDSAVYSFEALVDGKKIVAEL

domain- QDKMKARTNYEKAISQGHQAFLLEG

containing DSSSRDVFSCNVGNLQPGSKAAVTL

protein 5A KYVQELPLEADGALRFVLPAVLNPRY




