UniprotKB Entry name |organism full loglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma eth:ace
ID name sites sites reticulum |apparatus membrane region
000629 IMA3_HUMAN [Homo Importin [22.751211 NaN S60 23301498;33214551;22121020;386 |MADNEKLDNQRLKNFKNKGRDLET [True False 4.699 [4.767 |1.664 1.34 0.964 1.579 1.569
sapiens  |subunit 65916;40914422;34019948;285104 |MRRQRNEVVVELRKNKRDEHLLKR
alpha-3 47 RNVPHEDICEDSDIDGDYRVQNTSL

EAIVQNASSDNQGIQLSAVQAARKLL
SSDRNPPIDDLIKSGILPILVHCLERD
DNPSLQFEAAWALTNIASGTSEQTQ
AVVQSNAVPLFLRLLHSPHQNVCEQ
AVWALGNIIGDGPQCRDYVISLGVVK
PLLSFISPSIPITFLRNVTWVMVNLC
RHKDPPPPMETIQEILPALCVLIHHT
DVNILVDTVWALSYLTDAGNEQIQM
VIDSGIVPHLVPLLSHQEVKVQTAAL
RAVGNIVTGTDEQTQVVLNCDALSH
FPALLTHPKEKINKEAVWFLSNITAG
NQQQVQAVIDANLVPMITHLLDKGD
FGTQKEAAWAISNLTISGRKDQVAYL
IQQNVIPPFCNLLTVKDAQVVQVVLD
GLSNILKMAEDEAETIGNLIEECGGL
EKIEQLQNHENEDIYKLAYEIIDQFF
SSDDIDEDPSLVPEAIQGGTFGFNSS

ANVPTEGFQF




