
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

O00754 MA2B1_HUMAN Homo
sapiens

Lysosomal
alpha-
mannosidase

21.042358 S932 NaN 22661428;34019948;35289036;352
54053;38665916

MGAYARASGVCARGCLDSAGPWTM
SRALRPPLPPLCFFLLLLAAAGARAG
GYETCPTVQPNMLNVHLLPHTHDD
VGWLKTVDQYFYGIKNDIQHAGVQY
ILDSVISALLADPTRRFIYVEIAFFSR
WWHQQTNATQEVVRDLVRQGRLEF
ANGGWVMNDEAATHYGAIVDQMTL
GLRFLEDTFGNDGRPRVAWHIDPFG
HSREQASLFAQMGFDGFFFGRLDY
QDKWVRMQKLEMEQVWRASTSLK
PPTADLFTGVLPNGYNPPRNLCWDV
LCVDQPLVEDPRSPEYNAKELVDYF
LNVATAQGRYYRTNHTVMTMGSDF
QYENANMWFKNLDKLIRLVNAQQA
KGSSVHVLYSTPACYLWELNKANLT
WSVKHDDFFPYADGPHQFWTGYFS
SRPALKRYERLSYNFLQVCNQLEAL
VGLAANVGPYGSGDSAPLNEAMAVL
QHHDAVSGTSRQHVANDYARQLAA
GWGPCEVLLSNALARLRGFKDHFTF
CQQLNISICPLSQTAARFQVIVYNPL
GRKVNWMVRLPVSEGVFVVKDPNG
RTVPSDVVIFPSSDSQAHPPELLFSA
SLPALGFSTYSVAQVPRWKPQARAP
QPIPRRSWSPALTIENEHIRATFDPD
TGLLMEIMNMNQQLLLPVRQTFFW
YNASIGDNESDQASGAYIFRPNQQK
PLPVSRWAQIHLVKTPLVQEVHQNF
SAWCSQVVRLYPGQRHLELEWSVG
PIPVGDTWGKEVISRFDTPLETKGRF
YTDSNGREILERRRDYRPTWKLNQT
EPVAGNYYPVNTRIYITDGNMQLTVL
TDRSQGGSSLRDGSLELMVHRRLLK
DDGRGVSEPLMENGSGAWVRGRHL
VLLDTAQAAAAGHRLLAEQEVLAPQ
VVLAPGGGAAYNLGAPPRTQFSGLR
RDLPPSVHLLTLASWGPEMVLLRLE
HQFAVGEDSGRNLSAPVTLNLRDLF
STFTITRLQETTLVANQLREAASRLK
WTTNTGPTPHQTPYQLDPANITLEP
MEIRTFLASVQWKEVDG

None None None None None None None None None


