UniprotKB Entry name |organism full oglcnacscore o'glcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion em!oplasrmc golgi plasma extl:acellular

1D name sites sites reticulum |apparatus| membrane region

008573 LEG9_MOUSE Mus Galectin-[25.700107 NaN NaN 37453647;39627609 [MALFSAQSPYINPIIPFTGPIQGGLQE (True True 2.342 [5.0 2.08 2.269 1.668 3.504 4.579
musculus |9 GLQVTLQGTTKSFAQRFVVNFQNSF

NGNDIAFHFNPRFEEGGYVVCNTK
QNGQWGPEERKMQMPFQKGMPFE
LCFLVQRSEFKVMVNKKFFVQYQH
RVPYHLVDTIAVSGCLKLSFITFQNS
AAPVQHVFSTLQFSQPVQFPRTPKG
RKQKTQNFRPAHQAPMAQTTIHMV
HSTPGQMFSTPGIPPVVYPTPAYTIPF
YTPIPNGLYPSKSIMISGNVLPDATRF
HINLRCGGDIAFHLNPRFNENAVVR
NTQINNSWGQEERSLLGRMPFSRG
QSFSVWIICEGHCFKVAVNGQHMC
EYYHRLKNLQDINTLEVAGDIQLTH
vQT




