UniprotKB Entry name |organism full oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extl.‘acellular
1D name sites sites reticulum apparatus membrane [region
008580 ERR1_MOUSE Mus Steroid (38.223321 NaN S19;S22 40997131 [MSSQVVGIEPLYIKAEPASPDSPKGS [True False 2.224 [5.0 3.068 2.022 0.874 2.067 3.268
musculus [hormone SETETEPPVTLASGPAPARCLPGHKE
receptor EEDGEGAGSGEQGSGKLVLSSLPKR
ERR1

LCLVCGDVASGYHYGVASCEACKAF
FKRTIQGSIEYSCPASNECEITKRRR
KACQACRFTKCLRVGMLKEGVRLD
RVRGGRQKYKRRPEVDPLPFPGPFP
AGPLAVAGGPRKTAPVNALVSHLLV
VEPEKLYAMPDPASPDGHLPAVATL
CDLFDREIVVTISWAKSIPGFSSLSLS
DQMSVLQSVWMEVLVLGVAQRSLP
LQDELAFAEDLVLDEEGARAAGLGD
LGAALLQLVRRLQALRLEREEYVLLK
ALALANSDSVHIEDAEAVEQLREAL
HEALLEYEAGRAGPGGGAERRRAGR
LLLTLPLLRQTAGKVLAHFYGVKLEG
KVPMHKLFLEMLEAMMD




