UniprotKB . full oglcnac . . . . . lendoplasmic [golgi iplasme
D Entry name organism| o oglcnacscore sites phosphorylation sites PMIDS sequence intracellular [extracellular cytosol [nucleus mitochndrion reticulum [apparatus memb
008582 GTPB1_MOUSE Mus GTP- |42.188058 NaN S6;S8;S12;524;S25;544;547;S69;S5 |28135057;40997131;28528544 MAAERSRSPVDSPVPASMFAPEPSS [True False 4.541 [2.679 |1.469 2.004 1.822 2.306
musculus |binding 80 PGAARAAAAAARLHGGFDSDCSEDG
protein EALNGEPELDLTSKLVLVSPTSEQYD

1

SLLRQMWERMDEGCGETIYVIGQGS
DGTEYGLSEADMEASYATVKSMAEQ
IEADVILLRERQEAGGRVRDYLVRKR
IVGDNDFLEVRVAVVGNVDAGKSTLL
GVLTHGELDNGRGFARQKLFRHKH
EIESGRTSSVGNDILGFDSEGNVVN
KPDSHGGSLEWTKICEKSSKVITFID
LAGHEKYLKTTVFGMTGHLPDFCM
LMVGSNAGIVGMTKEHLGLALALNV
PVFVVVTKIDMCPANILQETLKLLQR
LLKSPGCRKIPVLVQSKDDVIVTASN
FSSERMCPIFQISNVTGENLDLLKM
FLNLLSPRTSYREEEPAEFQIDDTYS
IVPGVGTVVSGTTLRGLIKLNDTLLLG
PDPLGNFLSIAVKSIHRKRMPVKEVR
GGQTASFALKKIKRSSIRKGMVMVS
PRLNPQASWEFEAEILVLHHPTTISP
RYQAMVHCGSIRQTATILSMDKDCL
RTGDKATVHFRFIKTPEYLHIDQRLV
FREGRTKAVGTITKLLQTTNNSPMN
SKPQQIKMQSTKKGPLSKREEGGPC
GVPAAGGPPTGDEASSLGTAQAAST
SGLQPQPKPSSGGRRRGGQRHKVKS

GACVTPASGC




