:J];l iprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl.'acellular
sites sites reticulum apparatus membrane [region
008601 MTP_MOUSE |Mus Microsomal [23.627151 NaN NaN 37453647 MILLAVLFLCFFSSYSASVKGHTTGL |None None None [None None None None None None
musculus |[triglyceride SLNNERLYKLTYSTEVFLDGGKGKP
transfer QDSVGYKISSDVDVVLLWRNPDGDD
protein DQVIQVTITAVNVENAGQQRGEKSIF
large QGKSTPKIIGKDNLEALQRPMLLHL
subunit VRGKVKEFYSYENEPVGIENLKRGL

IASLFQMQLSSGTTNEVDISGDCKVT
'YQAQQDKVVKIKALDTCKIERSGFTT
IANQVLGVSSKATSVTTYKIEDSFVTA
VLAEETRAFALNFQQTIAGKIVSKQK
LELKTTEAGPRMIPGKQVAGVIKAVD
SKYKAIPIVGQVLERVCKGCPSLAEH
WKSIRKNLEPENLSKAEAVQSFLAFI
QHLRTSRREEILQILKAEKKEVLPQL
VDAVTSAQTPDSLEAILDFLDFKSDS
SIILQERFLYACGFATHPDEELLRAL
LSKFKGSFASNDIRESVMIIIGALVRK
LCQNEGCKLKAVVEAKKLILGGLEK
PEKKEDTTMYLLALKNALLPEGIPLL
LKYAEAGEGPVSHLATTVLQRYDVS
FITDEVKKTLNRIYHQNRKVHEKTV
RTTAAAVILKNPSYMDVKNILLSIGE
LPKEMNKYMLTVVQDILHFEMPASK
MIRRVLKEMAVHNYDRFSKSGSSSA
'YTGYVERSPRAASTYSLDILYSGSGIL
RRSNLNIFQYIGKAELHGSQVVIEAQ
GLEGLIAATPDEGEENLDSYAGMSAI
LFDVQLRPVTFFNGYSDLMSKMLSA
SGDPVSVVKGLILLIDHSQDIQLQSG
LKANMEIQGGLAIDISGSMEFSLWY
RESKTRVKNRVAVVITSDVTVDASFV
KAGVESRAETEAGLEFISTVQFSQYP
FLVCMQMDKAEAPLRQFETKYERLS
TGRGYVSRRRKESLVAGCELPLHQE
NSEMCNVVFPPQPESDNSGGWF




