UniprotKB Entry name |organism full name (oglcnacscore o?]lcnac p'h osphorylation PMIDS sequence intracellular extracellular [cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl.“acellular
1D sites sites reticulum apparatus membrane [region
008677 KNG1_MOUSE [Mus Kininogen-|28.093184 NaN S331

musculus

1

39627609;36288343 MKLITTLLLCSGLLLTLTQGEEAQEI

DCNDEAVFQAVDFSLKQFNPGVKS
GNQYMLHRVIEGTKTDGSPTFYSFK
YLIKEGNCSAQSGLAWQDCDFKDAE
EAATGECTATVGKRENEFFIVTQTCK
IAPSKAPILKAYFPCIGCVHAISTDSP
DLEPVLKHSIEHFNNNTDHSHLFTL
RKVKSAHRQVVAGLNFDITYTIVQTN
CSKERFPSLHGDCVALPNGDDGECR
GNLFMDINNKIANFSQSCTLYSGDD
LVEALPKPCPGCPRDIPVDSPELKEV
LGHSIAQLNAENDHPFYYKIDTVKKA
TSQVVAGTKYVIEFIARETKCSKESN
TELAEDCEIKHLGQSLDCNANVYMR
PWENKVVPTVKCQALDMTEMARRP
PGFSPFRSVTVQETKEGRTVSPPYIA
REQEERDAETEQGPTHGHGWLHEK
QIKANKNHRGHKHGHDHGHWSPR
RHGLGHGHQKPHGLGHGHQLKLDY
LRHQREDGDDHTHTVGHGHGHGH
GHGHGHGHGHGHGHGHGHGHGH
GKHTNKDKNSVKQTTQRTESLASSS
EYSTTSTQMQGRTEGPTLTPPRAQP
TVTSSGFQDSDFIEDVVATTPPYDTG
AHDDLIPDIHVQPDSLSFKLISDFPE
ATSPKCPGRPWKPASWEDPNTETTE
FSDFDLLDALS
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