UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular [extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum |apparatus membrane region
008755 HNF6 MOUSE Mus Hepatocyte [38.223321 NaN NaN 40997131 MNAQLTMEAIGELHGVSHEPVPAPA [True False 2.61 5.0 1.756 1.485 0.647 1.758 1.919
musculus |[nuclear DLLGGSPHARSSVGHRGSHLPPAHP
factor 6 RSMGMASLLDGGSGGSDYHHHHR

APEHSLAGPLHPTMTMACETPPGM
SMPTTYTTLTPLQPLPPISTVSDKFP
HHHHHHHHHHHPHHHQRLAGNV
SGSFTLMRDERGLASMNNLYTPYH
KDVAGMGQSLSPLSGSGLGSIHNSQ
QGLPHYAHPGAAMPTDKMLTPNGF
EAHHPAMLGRHGEQHLTPTSAGMV
PINGLPPHHPHAHLNAQGHGQLLG
TAREPNPSVTGAQVSNGSNSGQME
EINTKEVAQRITTELKRYSIPQAIFAQ
RVLCRSQGTLSDLLRNPKPWSKLKS
GRETFRRMWKWLQEPEFQRMSALR
LAACKRKEQEHGKDRGNTPKKPRLV
FTDVQRRTLHAIFKENKRPSKELQIT
ISQQLGLELSTVSNFFMNARRRSLD
KWQDEGGSNSGSSSSSSSTCTKA




