}Jl;l iprotKB Entry name [organism full oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi [plasma extr.‘acelluh
name sites reticulum |apparatus| membrane region
008789 MNT_MOUSE Mus Max- |27.404006 S127;T138;T141;T576 [NaN 36852467;34678516 MSIETLLEAARFLEWQAQQQQRARE |None None None [None [None None None None None
musculus |binding EQERLRLEREREREQEQKRASNLAR
protein LAHALPVEEPRIEAPPLPLSPPAPPPA
MNT PPPPLATPAPLTVIPIPVVTNSPQSLP

PPPPLPPAAQPLPLAPRQPALVSTPG
LSIKEPVTLPTRPQVPTPAPLLPDAKT
TVAPTGSPKPLQPLPAPILTIAPHPGV
QPQLAPQQPPPPTLGTLKLAPAEEAK
SSEQKKRPGGIGTREVHNKLEKNRR
IAHLKECFETLKRNIPNVDDKKTSNL
SVLRTALRYIQSLKRKEKEYEHEME
RLAREKIATQQRLAELKHELSQWMD
VLEIDRVLRQTGQPEDDQASTSTASE
GEDNVDEEMEGDRAGLGPPKLNHR
PQPELLKSALPTPSTAPAPLPTHPHP
HPHPVALSPAHLPVQQQQPPQQKTP
LPAPPPPPATPTQTLVPAPAHLVATA
GGGSTVIAHTATTHASVIQTVNHVLQ
GPGGKHIAHIAPSAPSPAVQLAPATP
PIGHITVHPATLNHVAHLGSQLPLYP
QPVAVSQPVAVSHIAHTLSHQQVNG
TAGLGPPATVMAKPAVGAQVVHHPQ
LVGQTVLNPVTMVTMPSFPVSTLKL
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