UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion en@oplasmlc golgi plasma extl.racellular
ID name sites sites reticulum apparatus membrane region
008917 FLOT1_MOUSE |Mus Flotillin- |25.810548 NaN S19;S163;S385;T387|29187734 MFFTCGPNEAMVVSGFCRSPPVMV (False True 3.229 [3.311 2.373 2.298 2.019 5.0 2.639

musculus
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IAGGRVFVLPCIQQIQRISLNTLTLNV
KSEKVYTRHGVPISVTGIAQVKIQGQ
NKEMLAAACQMFLGKTEAEIAHIAL
ETLEGHQRAIMAHMTVEEIYKDRQK
FSEQVFKVASSDLVNMGISVVSYTLK
DIHDDQDYLHSLGKARTAQVQKDAR
IGEAEAKRDAGIREAKAKQEKVSAQC
LSEIEMAKAQRDYELKKATYDIEVNT
RRAQADLAYQLQVAKTKQQIEEQRV
QVQVVERAQQVAVQEQEIARREKEL
EARVRKPAEAERYRLERLAEAEKAQ
LIMQAEAEAESVRMRGEAEAFAIGA
RARAEAEQMAKKAEAFQMYQEAAQ
LDMLLEKLPQVAEEISGPLTSANKIT
LVSSGSGTMGAAKVTGEVLDILSRLP
ESVERLTGVSISQVNHNKPLRTA




