endoplasmic golgi plasma extracellular

UniprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion N .

ID sites sites reticulum apparatus  membrane region

014467 MBF1 YEAST |Saccharomyces [Multiprotein-|24.475439 NaN S143 33229814 MSDWDTNTIIGSRARAGGSGPRANYV |None None None [None None None None None None
cerevisiae bridging IARSQGQINAARRQGLVVSVDKKYGS

TNTRGDNEGQRLTKVDRETDIVKPK
KLDPNVGRAISRARTDKKMSQKDLA
TKINEKPTVVNDYEAARAIPNQQVLS
KLERALGVKLRGNNIGSPLGAPKKK

factor 1




