UniprotKB Entry name  |organism full oglcnacscore oglcnac phosphorylation |,y 1y sequence intracellular [extracellular cytosol [nucleus jmitochndrion endoplasmic|golgi plasma extrace

D name sites [sites reticulum |apparatus /membrane region

014656 TOR1A_HUMAN Homo Torsin-[24.677256 NaN NaN 39894887;40914422;28510447;386 MKLGRAVLGLLLLAPSVVQAVEPISL [True True 4.429 14.625 1.826 5.0 1.678 2.193 4.578
sapiens 1A 65916 GLALAGVLTGYIYPRLYCLFAECCGQ

KRSLSREALQKDLDDNLFGQHLAKK
IILNAVFGFINNPKPKKPLTLSLHGW
TGTGKNFVSKIIAENIYEGGLNSDYV
HLFVATLHFPHASNITLYKDQLQLWI
RGNVSACARSIFIFDEMDKMHAGLI
DAIKPFLDYYDLVDGVSYQKAMFIFL
SNAGAERITDVALDFWRSGKQREDI
KLKDIEHALSVSVFNNKNSGFWHSS
LIDRNLIDYFVPFLPLEYKHLKMCIR
VEMQSRGYEIDEDIVSRVAEEMTFF
PKEERVFSDKGCKTVFTKLDYYYDD




