}]];l iprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion ent'loplasmlc golgi [plasma extl.‘acellular
sites sites reticulum apparatus membrane region
014764 GBRD _HUMAN [Homo Gamma- 23.686208 S155 S390 35254053 |MDAPARLLAPLLLLCAQQLRGTRAM |False False 0.916 (1.598 |1.397 1.028 0.74 4.389 2.492
sapiens [aminobutyric NDIGDYVGSNLEISWLPNLDGLIAGY
acid ARNFRPGIGGPPVNVALALEVASIDH
receptor ISEANMEYTMTVFLHQSWRDSRLSY

subunit delta

NHTNETLGLDSRFVDKLWLPDTFIV
NAKSAWFHDVTVENKLIRLQPDGVI
LYSIRITSTVACDMDLAKYPMDEQEC
MLDLESYGYSSEDIVYYWSESQEHI
HGLDKLQLAQFTITSYRFTTELMNF
KSAGQFPRLSLHFHLRRNRGVYIIQS
YMPSVLLVAMSWVSFWISQAAVPAR
VSLGITTVLTMTTLMVSARSSLPRAS
AIKALDVYFWICYVFVFAALVEYAFA
HFNADYRKKQKAKVKVSRPRAEMD
VRNAIVLFSLSAAGVTQELAISRRQR
RVPGNLMGSYRSVGVETGETKKEGA
ARSGGQGGIRARLRPIDADTIDIYARA
VFPAAFAAVNVIYWAAYAM




