}J];l iprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en«!oplasmlc golgi plasma extl:acellular
name sites sites reticulum |apparatus membrane [region
014782 KIF3C_HUMAN Homo Kinesin-|23.777946 NaN NaN 28411811;37217939 MASKTKASEALKVVARCRPLSRKEE ([True False 4.632  [2.39 1.363 1.035 1.093 1.079 0.773
sapiens like IAAGHEQILTMDVKLGQVTLRNPRAA
protein PGELPKTFTFDAVYDASSKQADLYDE
KIF3C TVRPLIDSVLQGFNGTVFAYGQTGTG

KTYTMQGTWVEPELRGVIPNAFEHI
FTHISRSQNQQYLVRASYLEIYQEEI
RDLLSKEPGKRLELKENPETGVYIKD
LSSFVTKNVKEIEHVMNLGNQTRAV
GSTHMNEVSSRSHAIFIITVECSERG
SDGQDHIRVGKLNLVDLAGSERQNK
IAGPNTAGGAATPSSGGGGGGGGSG
GGAGGERPKEASKINLSLSALGNVIA
IALAGNRSTHIPYRDSKLTRLLQDSLG
GNAKTIMVATLGPASHSYDESLSTLR
FANRAKNIKNKPRVNEDPKDTLLRE
FQEEIARLKAQLEKRGMLGKRPRRK
SSRRKKAVSAPPGYPEGPVIEAWVAE
EEDDNNNNHRPPQPILESALEKNM
ENYLQEQKERLEEEKAAIQDDRSLV
SEEKQKLLEEKEKMLEDLRREQQAT
ELLAAKYKAMESKLLIGGRNIMDHT
NEQQKMLELKRQEIAEQKRREREM
QQEMMLRDEETMELRGTYTSLQQE
IVEVKTKKLKKLYAKLQAVKAEIQDQ
HDEYIRVRQDLEEAQNEQTRELKLK
YLIIENFIPPEEKNKIMNRLFLDCEE
EQWKFQPLVPAGVSSSQMKKRPTSA
IVGYKRPISQYARVAMAMGSHPRYRA
ENIMFLELDVSPPAVFEMEFSHDQE
QDPRALHMERLMRLDSFLERPSTSK
VRKSRSWCQSPQRPPPSTTHASLAS
IASLRPATVADHE




