UniprotKB Entry name |organism full oglcnacscore °9 lcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasniz

ID name sites reticulum pparatus

014980 XPO1_HUMAN [Homo Exportin-|9.165966 T89;T118|S391;T448;S450;T454;S1031 [30397120;23301498;37217939;303 [MPAIMTMLADHAARQLLDFSQKLDI |True False 4.824 5.0 2.507 2.181 1.862 2.392
sapiens |1 79171;40307207;33214551;221210 [NLLDNVVNCLYHGEGAQQRMAQEV

20;40596516;26853435;38665916;3
4725712;32119511;40914422;3930
2247;35083852;34019948;3513810
1

LTHLKEHPDAWTRVDTILEFSQNM
NTKYYGLQILENVIKTRWKILPRNQC
EGIKKYVVGLIIKTSSDPTCVEKEKVY
IGKLNMILVQILKQEWPKHWPTFISD
[VGASRTSESLCQNNMVILKLLSEEV
FDFSSGQITQVKSKHLKDSMCNEFS
QIFQLCQFVMENSQNAPLVHATLET
LLRFLNWIPLGYIFETKLISTLIYKFL
NVPMFRNVSLKCLTEIAGVSVSQYE
EQFVTLFTLTMMQLKQMLPLNTNIR
LAYSNGKDDEQNFIQNLSLFLCTFL
KEHDQLIEKRLNLRETLMEALHYML
LVSEVEETEIFKICLEYWNHLAAELY
RESPFSTSASPLLSGSQHFDVPPRRQ
LYLPMLFKVRLLMVSRMAKPEEVLV
[VENDQGEVVREFMKDTDSINLYKN
MRETLVYLTHLDYVDTERIMTEKLH
NQVNGTEWSWKNLNTLCWAIGSIS
GAMHEEDEKRFLVTVIKDLLGLCEQ
KRGKDNKAIIASNIMYIVGQYPRFLR
IAHWKFLKTVVNKLFEFMHETHDGV
QDMACDTFIKIAQKCRRHFVQVQVG
EVMPFIDEILNNINTIICDLQPQQVH
TFYEAVGYMIGAQTDQTVQEHLIEKY
MLLPNQVWDSIIQQATKNVDILKDP
ETVKQLGSILKTNVRACKAVGHPFVI
QLGRIYLDMLNVYKCLSENISAAIQA
NGEMVTKQPLIRSMRTVKRETLKLI
SGWVSRSNDPQMVAENFVPPLLDA
VLIDYQRNVPAAREPEVLSTMAITVN
KLGGHITAEIPQIFDAVFECTLNMIN
KDFEEYPEHRTNFFLLLQAVNSHCF
PAFLAIPPTQFKLVLDSIIWAFKHTM
RNVADTGLQILFTLLQNVAQEEAAA
QSFYQTYFCDILQHIFSVVTDTSHTA
GLTMHASILAYMFNLVEEGKISTSL
NPGNPVNNQIFLQEYVANLLKSAFP
HLQDAQVKLFVTGLFSLNQDIPAFK
EHLRDFLVQIKEFAGEDTSDLFLEER
EIALRQADEEKHKRQMSVPGIFNPH
EIPEEMCD




