3038;35254053

PTPGTSLFTPSEGAASKKEVQGRSG
DGANAGGLVAAIAPKGSEKAAKASR
SVAGSKKEKENSSSKSKKERSEGVG
TCSEKDPGVLQPVPLGGRGGQYDGS
AGVDTGAVEPLGSIAIEPGAALNPLG
TKPEPEEGENECRLLKKVKSEKMES
PVSTPAVLPIHLLVPVVNNDISSPCE
QIMVRTRSVGVNTCDVALATEPECL
GPCEPGTSVNLEGIVWQETEDGMLV
VNVTWRNKTYVGTLLDCTRHDWAP
PRFCDSPTSDLEMRNGRGRGKRMR
PNSNTPVNETATASDSKGTSNSSKT
RAGANSKGRRGSQNSSEHRPPASST
SEDVKASPSSANKRKNKPLSDMELN
SSSEDSKGSKRVRTNSMGSATGPLP
GTKVEPTVLDRNCPSPVLIDCPHPN
CNKKYKHINGLKYHQAHAHTDDDS
KPEADGDSEYGEEPILHADLGSCNG
ASVSQKGSLSPARSATPKVRLVEPHS
PSPSSKFSTKGLCKKKLSGEGDTDL
GALSNDGSDDGPSVMDETSNDAFD
SLERKCMEKEKCKKPSSLKPEKIPSK
SLKSARPIAPAIPPQQIYTFQTATFTA
ASPGSSSGLTATVAQAMPNSPQLKPI
QPKPTVMGEPFTVNPALTPAKDKKK
KDKKKKESSKELESPLTPGKVCRAE
EGKSPFRESSGDGMKMEGLLNGSS
DPHQSRLASIKAEADKIYSFTDNAPS
PSIGGSSRLENTTPTQPLTPLHVVTQ
NGAEASSVKTNSPAYSDISDAGEDG
EGKVDSVKSKDAEQLVKEGAKKTLF
PPQPQSKDSPYYQGFESYYSPSYAQS
SPGALNPSSQAGVESQALKTKRDEE
PESIEGKVKNDICEEKKPELSSSSQQ
PSVIQQRPNMYMQSLYYNQYAYVPP
YGYSDQSYHTHLLSTNTAYRQQYEE
QQKRQSLEQQQRGVDKKAEMGLKE
REAALKEEWKQKPSIPPTLTKAPSLT
DLVKSGPGKAKEPGADPAKSVIIPKL
DDSSKLPGQAPEGLKVKLSDASHLS
KEASEAKTGAECGRQAEMDPILWYR
QEAEPRMWTYVYPAKYSDIKSEDER
WKEERDRKLKEERSRSKDSVPKEDG
KESTSSDCKLPTSEESRLGSKEPRPS
VHVPVSSPLTQHQSYIPYMHGYSYS
QSYDPNHPSYRSMPAVMMQNYPGS
YLPSSYSFSPYGSKVSGGEDADKARA
SPSVTCKSSSESKALDILQQHASHYK
SKSPTISDKTSQERDRGGCGVVGGG
GSCSSVGGASGGERSVDRPRTSPSQ
RLMSTHHHHHHLGYSLLPAQYNLP
YAAGLSSTAIVASQQGSTPSLYPPPR
R

}Jl;l iprotKB Entry name organism fll:rlne oglcnacscore oglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion
015014 ZN609 HUMAN Homo Zinc  (29.219845 S626;5952;51186;S1189;T1195;S11 |S358;S361;S379;T381;5413;S433;S |38665916;34019948;33214551;300 [MSLSSGASGGKGVDANPVETYDSGD [True False 1.664 |5.0 False
sapiens |[finger 96;51199 446;S452;S467;S470;S533;S576;S5 [59200;31492838;23301498;352890 [EWDIGVGNLIIDLDADLEKDQQKLE
protein 78;S743;T746;S758;5804;T823;S84 |36;29237092;39531497;30620550;2 |IMSGSKEVGIPAPNAVATLPDNIKFVT
609 2;5846;5849;51055 0068230;40596516;32574038;3825 |PVPGPQGKEGKSKSKRSKSGKDTSK




