IGFILVIDRRRDKWTSVKASVLRIAAS
FPANLQLVLVLRPTGFFQRTLSDIAF
KFNRDDFKMKVPVIMLSSVPDLHGY
IDKSQLTEDLGGTLDYCHSRWLCQR
TAIESFALMVKQTAQMLQSFGTELA
ETELPNDVQSTSSVLCAHTEKKDKA
KEDLRLALKEGHSVLESLRELQAEG
SEPSVNQDQLDNQATVQRLLAQLN
ETEAAFDEFWAKHQQKLEQCLQLR
HFEQGFREVKAILDAASQKIATFTDI
GNSLAHVEHLLRDLASFEEKSGVAV
ERARALSLDGEQLIGNKHYAVDSIRP
KCQELRHLCDQFSAEIARRRGLLSK
SLELHRRLETSMKWCDEGIYLLASQ
PVDKCQSQDGAEAALQEIEKFLETG
AENKIQELNAIYKEYESILNQDLMEH
VRKVFQKQASMEEVFHRRQASLKK
LAARQTRPVQPVAPRPEALAKSPCPS
PGIRRGSENSSSEGGALRRGPYRRA
KSEMSESRQGRGSAGEEEESLAILR
RHVMSELLDTERAYVEELLCVLEGY
AAEMDNPLMAHLLSTGLHNKKDVL
FGNMEEIYHFHNRIFLRELENYTDC
PELVGRCFLERMEDFQIYEKYCQNK
PRSESLWRQCSDCPFFQECQRKLD
HKLSLDSYLLKPVQRITKYQLLLKEM
LKYSRNCEGAEDLQEALSSILGILKA
VNDSMHLIAITGYDGNLGDLGKLLM
QGSFSVWTDHKRGHTKVKELARFK
PMQRHLFLHEKAVLFCKKREENGE
GYEKAPSYSYKQSLNMAAVGITENV
KGDAKKFEIWYNAREEVYIVQAPTPE
IKAAWVNEIRKVLTSQLQACREASQ
HRALEQSQSLPLPAPTSTSPSRGNSR
NIKKLEERKTDPLSLEGYVSSAPLTK
PPEKGKGWSKTSHSLEAPEDDGGW
SSAEEQINSSDAEEDGGLGPKKLVP
GKYTVVADHEKGGPDALRVRSGDVV
ELVQEGDEGLWYVRDPTTGKEGWV
PASSLSVRLGPSGSAQCLSSSGKAH

VPRAHP

}Jl;l iprotKB Entry name organism full oglcnacscore o_glcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enr!oplasmlc golgi plasma N
name sites reticulum |apparatus membrane |1
015068 MCF2L_HUMAN [Homo Guanine (18.9764 S10 S457;S480;S620;51033;S1034;S104 (37217939;38253038 MFDCWRFILCKRPGSNSYSSPQRPN [None None None [None |None None None None 1
sapiens [nucleotide (015068-|1;S1042 EAKKEETDHQIDVSDVIRLVQDTPEA
exchange 2);S13 TAMATDEIMHQDIVPLCAADIQDQL
factor (015068- KKRFAYLSGGRGQDGSPVITFPDYPA
DBS 2) FSEIPDKEFQNVMTYLTSIPSLQDAG




