UniprotkB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol [nucleus mitochndrion enc}oplasmlc golgi E extr'acellular
ID name sites sites reticulum apparatus  membrane region
015083 ERC2_HUMAN Homo ERC [29.413267 'T7;T522 |S65;S666 28657654;38253038 MYGSARTITNLEGSPSRSPRLPRSPR |False False 2.229 |3.563 |1.034 0.786 1.097 4.295 0.933
sapiens [protein LGHRRTSSGGGGGTGKTLSMENIQS
2 LNAAYATSGPMYLSDHEGVASTTYP

KGTMTLGRATNRAVYGGRVTAMGS
SPNIASAGLSHTDVLSYTDQHGGLT
GSSHHHHHQVPSMLRQVRDSTML
DLQAQLKELQRENDLLRKELDIKDS
KLGSSMNSIKTFWSPELKKERVLRK
EEAARMSVLKEQMRVSHEENQHLQ
LTIQALQDELRTQRDLNHLLQQESG
NRGAEHFTIELTEENFRRLQAEHDR
QAKELFLLRKTLEEMELRIETQKQTL
NARDESIKKLLEMLQSKGLPSKSLE
DDNERTRRMAEAESQVSHLEVILDQ
KEKENIHLREELHRRSQLQPEPAKT
KALQTVIEMKDTKIASLERNIRDLED
EIQMLKANGVLNTEDREEEIKQIEVY
KSHSKFMKTKIDQLKQELSKKESEL
LALQTKLETLSNQNSDCKQHIEVLK
ESLTAKEQRAAILQTEVDALRLRLEE
KESFLNKKTKQLQDLTEEKGTLAGEI
RDMKDMLEVKERKINVLQKKIENLQ
EQLRDKDKQLTNLKDRVKSLQTDSS
NTDTALATLEEALSEKERIIERLKEQ
RERDDRERLEEIESFRKENKDLKEK
IVNALQAELTEKESSLIDLKEHASSLA
SAGLKRDSKLKSLEIAIEQKKEECSK
LEAQLKKAHNIEDDSRMNPEFADQI
KQLDKEASYYRDECGKAQAEVDRLL
EILKEVENEKNDKDKKIAELESLTLR
HMKDQNKKVANLKHNQQLEKKKN
AQLLEEVRRREDSMADNSQHLQIEE
LMNALEKTRQELDATKARLASTQQS
LAEKEAHLANLRIERRKQLEEILEMK
QEALLAAISEKDANIALLELSASKKK
KTQEEVMALKREKDRLVHQLKQQT
QNRMKLMADNYDDDHHHYHHHH
HHHHHRSPGRSQHSNHRPSPDQD
DEEGIWA




