}Jl;l iprotKB Entry name organism ffull loglcnacscore |oglcnac sites phosp ylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plas
mame reticulum |apparatus men
015085 IARHGB_HUMAN Homo Rho 27.979371 S663;T668;51331S2;S14;516;S35;5245;5251;T254;S2 38253038;29351928 MSVRLPQSIDRLSSLSSLGDSAPERK [None None None |None [None None None Nomn
sapiens  |guanine 55;5271;S556;S635;S663;T668;T67 SPSHHRQPSDASETTGLVQRCVIIQK
nucleotide 2;S1155;51295;51300;S1457;S1458 DQHGFGFTVSGDRIVLVQSVRPGGA
exchange ;T1462;T1475;S1480 IAMKAGVKEGDRIIKVNGTMVTNSSH
factor 11 LEVVKLIKSGAYVALTLLGSSPSSMG

ISGLQQDPSPAGAPRITSVIPSPPPPP
PLPPPQRITGPKPLQDPEVQKHATQI
LRNMLRQEEKELQDILPLYGDTSQR
PSEGRLSLDSQEGDSGLDSGTERFP
SLSESLMNRNSVLSDPGLDSPRTSP
VIMARVAQHHRRQGSDAAVPSTGD
QGVDQSPKPLIIGPEEDYDPGYFNNE
SDIIFQDLEKLKSRPAHLGVFLRYIFS
QADPSPLLFYLCAEVYQQASPKDSRS
LGKDIWNIFLEKNAPLRVKIPEMLQA
EIDSRLRNSEDARGVLCEAQEAAMP
EIQEQIHDYRTKRTLGLGSLYGENDL
LDLDGDPLRERQVAEKQLAALGDIL
SKYEEDRSAPMDFALNTYMSHAGIR
LREARPSNTAEKAQSAPDKDKWLPF
FPKTKKSSNSKKEKDALEDKKRNPIL
KYIGKPKSSSQSTFHIPLSPVEVKPG
NVRNIIQHFENNQQYDAPEPGTQRL
STGSFPEDLLESDSSRSEIRLGRSES
LKGREEMKRSRKAENVPRSRSDVD
MDAAAEATRLHQSASSSTSSLSTRS
LENPTPPFTPKMGRRSIESPSLGFCT
DTLLPHLLEDDLGQLSDLEPEPDAQ
NWQHTVGKDVVAGLTQREIDRQEVI
NELFVTEASHLRTLRVLDLIFYQRM
KKENLMPREELARLFPNLPELIETHN
SWCEAMKKLREEGPIIKEISDLMLA
RFDGPAREELQQVAAQFCSYQSIAL
ELIKTKQRKESRFQLFMQEAESHPQ
CRRLQLRDLIISEMQRLTKYPLLLESI
IKHTEGGTSEHEKLCRARDQCREIL
KYVNEAVKQTENRHRLEGYQKRLD
ATALERASNPLAAEFKSLDLTTRKMI
HEGPLTWRISKDKTLDLHVLLLEDL
LVLLQKQDEKLLLKCHSKTAVGSSD
SKQTFSPVLKLNAVLIRSVATDKRAF
FIICTSKLGPPQIYELVALTSSDKNTW
MELLEEAVRNATRHPGAAPMPVHP
PPPGPREPAQQGPTPSRVELDDSDV
FHGEPEPEELPGGTGSQQRVQGKH
QVLLEDPEQEGSAEEEELGVLPCPS
TSLDGENRGIRTRNPIHLAFPGPLF
MEGLADSALEDVENLRHLILWSLLP
GHTMETQAAQEPEDDLTPTPSVISV
TSHPWDPGSPGQAPPGGEGDNTQL
IAGLEGERPEQEDMGLCSLEHLPPRT
RNSGIWESPELDRNLAEDASSTEAA
GGYKVVRKAEVAGSKVVPALPESGQ
SEPGPPEVEGGTKATGNCFYVSMPS
GPPDSSTDHSEAPMSPPQPDSLPAG
QTEPQPQLQGGNDDPRRPSRSPPSL
IALRDVGMIFHTIEQLTLKLNRLKDM
ELAHRELLKSLGGESSGGTTPVGSF
HTEAARWTDGSLSPPAKEPLASDSR
NSHELGPCPEDGSDAPLEDSTADAA
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