UniprotKB Entry name |organism full name |oglcnacscore o_glcnac phosp ylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion b ic|golgi ple
ID sites reticulum |apparatus me
015119 'TBX3_HUMAN |Homo T-box 13.089018 NaN S371;S432;5438;5456;S707;S738;S [30379171;33214551;38665916 MSLSMRDPVIPGTSMAYHPFLPHRA [True False 3.277 [5.0 2.166 1.55 0.783 1.¢
sapiens [transcription 740;S742 PDFAMSAVLGHQPPFFPALTLPPNG
factor TBX3 IAAALSLPGALAKPIMDQLVGAAETGI

PFSSLGPQAHLRPLKTMEPEEEVED
DPKVHLEAKELWDQFHKRGTEMVI
TKSGRRMFPPFKVRCSGLDKKAKYT
LLMDIIAADDCRYKFHNSRWMVAG
KADPEMPKRMYIHPDSPATGEQWM
SKVVTFHKLKLTNNISDKHGFTLAF
PSDHATWQGNYSFGTQTILNSMHK
YQPRFHIVRANDILKLPYSTFRTYLFP
ETEFIAVTAYQNDKITQLKIDNNPFA
KGFRDTGNGRREKRKQLTLQSMRV
FDERHKKENGTSDESSSEQAAFNCF
IAQASSPAASTVGTSNLKDLCPSEGE
SDAEAESKEEHGPEACDAAKISTTTS
EEPCRDKGSPAVKAHLFAAERPRDS
GRLDKASPDSRHSPATISSSTRGLGA
EERRSPVREGTAPAKVEEARALPGK
EAFAPLTVQTDAAAAHLAQGPLPGL
GFAPGLAGQQFFNGHPLFLHPSQFA
MGGAFSSMAAAGMGPLLATVSGAS
TGVSGLDSTAMASAAAAQGLSGASA
IATLPFHLQQHVLASQGLAMSPFGSL
FPYPYTYMAAAAAASSAAASSSVHR
HPFLNLNTMRPRLRYSPYSIPVPVPD
GSSLLTTALPSMAAAAGPLDGKVAA
LAASPASVAVDSGSELNSRSSTLSSS
SMSLSPKLCAEKEAATSELQSIQRLV
SGLEAKPDRSRSASP




