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protein EHNGQVTGIDWAPESNRIVTCGTDR

2/3 NAYVWTLKGRTWKPTLVILRINRAA

complex RCVRWAPNENKFAVGSGSRVISICY

subunit FEQENDWWVCKHIKKPIRSTVLSLD

1B

IWHPNNVLLAAGSCDFKCRIFSAYIK
EVEERPAPTPWGSKMPFGELMFESS
SSCGWVHGVCFSASGSRVAWVSHD
STVCLADADKKMAVATLASETLPLL
IALTFITDNSLVAAGHDCFPVLFTYDA
IAAGMLSFGGRLDVPKQSSQRGLTAR
ERFQNLDKKASSEGGTAAGAGLDSL
HKNSVSQISVLSGGKAKCSQFCTTG

MDGGMSIWDVKSLESALKDLKIK




