UniprotKB Entry name |organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl.'acellular
1D sites sites reticulum apparatus membrane [region
015178 TBXT HUMAN |Homo T-box 20.731964 S2;S3;T6;S8|NaN 31637018;30379171 MSSPGTESAGKSLQYRVDHLLSAVE (True False 2.43 5.0 1.565 1.186 0.602 1.662 2.017
sapiens |transcription NELQAGSEKGDPTERELRVGLEESE
factor T LWLRFKELTNEMIVTKNGRRMFPVL

KVNVSGLDPNAMYSFLLDFVAADN
HRWKYVNGEWVPGGKPEPQAPSCV
YIHPDSPNFGAHWMKAPVSFSKVKL
TNKLNGGGQIMLNSLHKYEPRIHIV
RVGGPQRMITSHCFPETQFIAVTAYQ
NEEITALKIKYNPFAKAFLDAKERSD
HKEMMEEPGDSQQPGYSQWGWLL
PGTSTLCPPANPHPQFGGALSLPST
HSCDRYPTLRSHRSSPYPSPYAHRN
NSPTYSDNSPACLSMLQSHDNWSS
LGMPAHPSMLPVSHNASPPTSSSQY
PSLWSVSNGAVTPGSQAAAVSNGLG
AQFFRGSPAHYTPLTHPVSAPSSSGS
PLYEGAAAATDIVDSQYDAAAQGRLI
ASWTPVSPPSM




