}J];l iprotKB Entry name organism (full name |oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion enc‘loplasmlc golgi plasma extl"acellular
sites sites reticulum apparatus membrane region
015254 IACOX3_HUMAN [Homo Peroxisomal |18.379595 NaN T281 30379171 |MASTVEGGDTALLPEFPRGPLDAYR (True False 4.592 |2.812 [2.609 2.092 1.193 2.027 2.086
sapiens |acyl- ARASFSWKELALFTEGEGMLRFKKT
coenzyme A IFSALENDPLFARSPGADLSLEKYRE
oxidase 3 LNFLRCKRIFEYDFLSVEDMFKSPLK

VPALIQCLGMYDSSLAAKYLLHSLVF
GSAVYSSGSERHLTYIQKIFRMEIFG
CFALTELSHGSNTKAIRTTAHYDPAT
EEFITHSPDFEAAKFWVGNMGKTAT
HAVVFAKLCVPGDQCHGLHPFIVQI
RDPKTLLPMPGVMVGDIGKKLGQN
GLDNGFAMFHKVRVPRQSLLNRMG
DVTPEGTYVSPFKDVRQRFGASLGS
LSSGRVSIVSLAILNLKLAVAIALRFS
ATRRQFGPTEEEEIPVLEYPMQQWR
LLPYLAAVYALDHFSKSLFLDLVELQ
RGLASGDRSARQAELGREIHALASA
SKPLASWTTQQGIQECREACGGHGY
LAMNRLGVLRDDNDPNCTYEGDNN
ILLQQTSNYLLGLLAHQVHDGACFR
SPLKSVDFLDAYPGILDQKFEVSSVA
DCLDSAVALAAYKWLVCYLLRETYQ
KLNQEKRSGSSDFEARNKCQVSHG
RPLALAFVELTVVQRFHEHVHQPSV
PPSLRAVLGRLSALYALWSLSRHAAL
LYRGGYFSGEQAGEVLESAVIALCS
QLKDDAVALVDVIAPPDFVLDSPIGR
ADGELYKNLWGAVLQESKVLERAS
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