UniprotKB b, 1y name  |organism|full name oglcnacscore oglcnac phosphorylation gy, g sequence intracellular |extracellular [cytosol [nucleus [mitochndrion endoplasmic golgi plasma lextracellu
ID sites  [sites reticulum |apparatus membrane [region
015269 SPTC1_HUMAN Homo Serine 27.551107 NaN T164 40914422;38665916 MATATEQWVLVEMVQALYEAPAYH |False True 3.086 |2.395 2.549 5.0 2.577 2.703 2.244
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