UniprotKB Entry name |organism full oglcnacscore o‘glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus | mitochndrion en(!oplasmlc golgi plasma extl“acellular
ID name sites sites reticulum apparatus membrane [region
015304 SIVA_HUMAN Homo Apoptosis [28.275761 NaN T34;S70 39894887 MPKRSCPFADVAPLQLKVRVSQREL [True False 3.193 [4.406 |4.459 0.798 False 1.293 2.001
sapiens [regulatory SRGVCAERYSQEVFEKTKRLLFLGA
protein QAYLDHVWDEGCAVVHLPESPKPGP
Siva TGAPRAARGQMLIGPDGRLIRSLGQ

IASEADPSGVASIACSSCVRAVDGKAV
CGQCERALCGQCVRTCWGCGSVAC
TLCGLVDCSDMYEKVLCTSCAMFET




