}Jl;l iprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extx:m
name sites sites reticulum |apparatus membrane regio:
015347 HMGB3_HUMAN |Homo High 19.504852 NaN S98 34019948;33214551;23301498;285 |MAKGDPKKPKGKMSAYAFFVQTCR (True False False [4.491 |False False False False False
sapiens mobility 10447;35138101;39894887 EEHKKKNPEVPVNFAEFSKKCSER
group WKTMSGKEKSKFDEMAKADKVRYD
protein REMKDYGPAKGGKKKKDPNAPKRP
B3
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