}Jl;l iprotKB Entry name organism full name |oglcnacscore [oglcnac sites p.h osphorylation PMIDS sequence intracellular [extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi
sites reticulum |apparal
015372 EIF3H_HUMAN [Homo Eukaryotic|15.27706 T8;T11;T13;S14;S15;S17;T18(S3;S183 34229054;40307207;40596516;386 |MASRKEGTGSTATSSSSTAGAAGKG (True False 4.794 |2.637 |1.97 1.576 0.758
sapiens [translation 65916;34725712;32119511;409144 |KGKGGSGDSAVKQVQIDGLVVLKIIK
initiation 22;30620550;34019948;35138101;2 |HYQEEGQGTEVVQGVLLGLVVEDRL
factor 3 8510447;29351928 EITNCFPFPQHTEDDADFDEVQYQM
subunit H EMMRSLRHVNIDHLHVGWYQSTYY

GSFVTRALLDSQFSYQHAIEESVVLI
'YDPIKTAQGSLSLKAYRLTPKLMEVC
KEKDFSPEALKKANITFEYMFEEVPI
'VIKNSHLINVLMWELEKKSAVADKH
ELLSLASSNHLGKNLQLLMDRVDE
MSQDIVKYNTYMRNTSKQQQQKHQ
'YQQRRQQENMQRQSRGEPPLPEED
LSKLFKPPQPPARMDSLLIAGQINTY
CQNIKEFTAQNLGKLFMAQALQEYN
N




