
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

O15455 TLR3_HUMAN Homo
sapiens

Toll-like
receptor
3

25.090618 T638 T759;T858 35289036 MRQTLPCIYFWGGLLPFGMLCASST
TKCTVSHEVADCSHLKLTQVPDDLP
TNITVLNLTHNQLRRLPAANFTRYS
QLTSLDVGFNTISKLEPELCQKLPML
KVLNLQHNELSQLSDKTFAFCTNLT
ELHLMSNSIQKIKNNPFVKQKNLITL
DLSHNGLSSTKLGTQVQLENLQELL
LSNNKIQALKSEELDIFANSSLKKLE
LSSNQIKEFSPGCFHAIGRLFGLFLN
NVQLGPSLTEKLCLELANTSIRNLSL
SNSQLSTTSNTTFLGLKWTNLTMLD
LSYNNLNVVGNDSFAWLPQLEYFFL
EYNNIQHLFSHSLHGLFNVRYLNLK
RSFTKQSISLASLPKIDDFSFQWLKC
LEHLNMEDNDIPGIKSNMFTGLINL
KYLSLSNSFTSLRTLTNETFVSLAHS
PLHILNLTKNKISKIESDAFSWLGHL
EVLDLGLNEIGQELTGQEWRGLENI
FEIYLSYNKYLQLTRNSFALVPSLQR
LMLRRVALKNVDSSPSPFQPLRNLTI
LDLSNNNIANINDDMLEGLEKLEIL
DLQHNNLARLWKHANPGGPIYFLK
GLSHLHILNLESNGFDEIPVEVFKDL
FELKIIDLGLNNLNTLPASVFNNQVS
LKSLNLQKNLITSVEKKVFGPAFRNL
TELDMRFNPFDCTCESIAWFVNWIN
ETHTNIPELSSHYLCNTPPHYHGFP
VRLFDTSSCKDSAPFELFFMINTSIL
LIFIFIVLLIHFEGWRISFYWNVSVHR
VLGFKEIDRQTEQFEYAAYIIHAYKD
KDWVWEHFSSMEKEDQSLKFCLEE
RDFEAGVFELEAIVNSIKRSRKIIFVI
THHLLKDPLCKRFKVHHAVQQAIEQ
NLDSIILVFLEEIPDYKLNHALCLRR
GMFKSHCILNWPVQKERIGAFRHKL
QVALGSKNSVH

False True 3.363 3.443 2.924 4.557 4.444 4.823 4.428


