UniprotKB Entry name |organism full oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus | mitochndrion enc!oplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
015503 INSI1_HUMAN |[Homo Insulin- [28.275761 NaN S207 39894887 MPRLHDHFWSCSCAHSARRRGPPR |False True 2.206 [2.406 [2.206 5.0 2.47 3.554 2.213
sapiens |induced IASAAGLAAKVGEMINVSVSGPSLLA
gene 1 AHGAPDADPAPRGRSAAMSGPEPGS
protein PYPNTWHHRLLQRSLVLFSVGVVLA

LVLNLLQIQRNVTLFPEEVIATIFSSA
WWVPPCCGTAAAVVGLLYPCIDSHL
GEPHKFKREWASVMRCIAVFVGINH
IASAKLDFANNVQLSLTLAALSLGLW
WTFDRSRSGLGLGITIAFLATLITQFL
VYNGVYQYTSPDFLYIRSWLPCIFFS
GGVTVGNIGRQLAMGVPEKPHSD




