UniprotKB Entry name organism (full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma ext!:acellular
ID sites sites reticulum apparatus membrane region
015525 MAFG_HUMAN |Homo Transcription [26.417971 T148 S124 35254053;40596516 MTTPNKGNKALKVKREPGENGTSLT [True False 0.188 |4.578 |False False False False 0.188

sapiens

factor MafG
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