UniprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extl.‘acellular
ID name sites sites reticulum apparatus membrane region
015533 TPSN_HUMAN |[Homo Tapasin|27.551107 NaN NaN 40914422;38665916 [MKSLSLLLAVALGLATAVSAGPAVIE |False True 2.243 |1.924 [1.415 5.0 5.0 2.951 2.205

sapiens

CWFVEDASGKGLAKRPGALLLRQGP
GEPPPRPDLDPELYLSVHDPAGALQ
AAFRRYPRGAPAPHCEMSRFVPLPA
SAKWASGLTPAQNCPRALDGAWLM
VSISSPVLSLSSLLRPQPEPQQEPVLI
TMATVVLTVLTHTPAPRVRLGQDAL
LDLSFAYMPPTSEAASSLAPGPPPFG
LEWRRQHLGKGHLLLAATPGLNGQ
MPAAQEGAVAFAAWDDDEPWGPW
TGNGTFWLPTVQPFQEGTYLATIHL
PYLQGQVTLELAVYKPPKVSLMPATL
ARAAPGEAPPELLCLVSHFYPSGGLE
VEWELRGGPGGRSQKAEGQRWLSA
LRHHSDGSVSLSGHLQPPPVTTEQH
GARYACRIHHPSLPASGRSAEVTLEV
AGLSGPSLEDSVGLFLSAFLLLGLFK

ALGWAAVYLSTCKDSKKKAE




