UniprotKB Entry name |organism full oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi [plasma extl"acellular
1D name sites sites reticulum apparatus membrane region
035066 KIF3C_MOUSE |Mus Kinesin-|24.474581 NaN NaN 33300544 MASKTKASEALKVVARCRPLSRKEE |True False 4.634 (1.5 1.33 0.972 1.029 0.956 0.667
musculus [like AAGHEQILTMDVKLGQVTLRNPRAA
protein PGELPKTFTFDAVYDASSKQADLYDE
KIF3C TVRPLIDSVLQGFNGTVFAYGQTGTG

KTYTMQGTWVEPELRGVIPNAFEHI
FTHISRSQNQQYLVRASYLEIYQEEI
RDLLSKEPGKRLELKENPETGVYIKD
LSSFVTKNVKEIEHVMNLGNQARAV
GSTHMNEVSSRSHAIFVITVECSER
GSDGQDHIRVGKLNLVDLAGSERQ
NKAGPNAAGGPATQPTAGGGSGSGS
ASGSASSGERPKEASKINLSLSALGN
VIAALAGNRSTHIPYRDSKLTRLLQD
SLGGNAKTIMVATLGPASHSYDESL
STLRFANRAKNIKNKPRVNEDPKDT
LLREFQEEIARLKAQLEKKGMLGKR
PRRKSSRRKKAVSAPAGYPEGSVIEA
'WVAEEEDDNNNNHHPPQPILEAAL
EKNMENYLQDQKERLEEEKAAIQD
DRSLVSEEKQKLLEEKEKMLEDLRR
EQQATELLAAKYKAMESKLLIGGRNI
MDHTNEQQKMLELKRQEIAEQKRR
EREMQQEMLLRDEETMELRGTYSS
LQQEVEVKTKKLKKLYAKLQAVKAEI
QDQHEEYIRVRQDLEEAQNEQTREL
KLKYLIIENFIPPEEKNKIMNRLFLD
CEEEQWRFQPLVPAGVNNSQMKKR
PTSAVGYKRPISQYARVAMAMGSHP
RYRAENIMFLELDVSPPAIFEMEFS
HDQEQDPRVLHMERLMRLDSFLER
PSTTKVRKSRSWCQSPQRMPPPSTA
HASMTSVPLHPATVVDHD




