}Jl;l iprotKB Entry name |organism full oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi
name sites reticulum |apparai
035099 M3K5_MOUSE [Mus Mitogen- |51.674887 T1227;S1228(S90;T725;T820;T845;T849;5S965;S9 (22517741;22645316;40885482;400 [MGTEAGEGITFSVPPFASVGFCTIPE [False False 3.615 [3.459 (3.188 3.765 2.031
musculus |activated 73;51036;5S1040 21952 GGSCRRGGGAATAAEGEPSLQPLLV
protein PPPPPPPGSFWNVESAAAPGTSCPTT
kinase IAPGSSATRGRGNSGSGGGRRTTVAY
kinase IVINEASQGQLVVAESEALQSLREAC
kinase 5 EAVGATLETLHFGKLDFGETAVLDR

FYNADIAVVEMSDAFRQPSLFYHLG
VRESFSMANNIILYCDTNSDSLQSLK
EIICQKNTVCTGNYTFIPYMVTPHNK
'VYCCDSSFMKGLTELMQPNFELLLG
PICLPLVDRFVQLLKVAQASSSQYFR
ESILSDIRKARNLYTGKELAAELARIR
QRVDNIEVLTADIVINLLLSYRDIQDY
DSIVKLVETLEKLPTFDLASHHHVKF
HYAFALNRRNLPGDRAKALDIMIPM
VQSEEQVASDMYCLVGRIYKDMFLD
SNFTDTESRDHGASWFKKAFESEPT
LQSGINYAVLLLAAGHQFESSFELRK
VGVKLSSLLGKKGNLEKLQSYWEVG
FFLGASVLANDHLRVIQASEKLFRLK
TPAWYLKSIVETILIYKHFVKLTTEQP
SAKQELVDFWMDFLVEATKTDVIVV
RFPVLILEPTKIYQPSYLSINNEVEEK
TISTWHVLPDDKKGTHEWNFGASSV
RGVSISKFEERCCFLYVLHNSDDFQI
YFCTELHCKRFFEMVNTITEEKGRG
IAEDGDCEGDSLEYDYEYDENGDRVV
LGKGTYGIVYAGRDLSNQVRIAIKEIP
ERDSRYSQPLHEEIALHKHLKHKNI
VQYLGSFSENGFIKIFMEQVPGGSLS
IALLRSKWGPLKDNEQTIGFYTKQILE
GLKYLHDNQIVHRDIKGDNVLINTYS
GVLKISDFGTSKRLAGINPCTETFTG
TLQYMAPEIIDKGPRGYGKAADIWSL
GCTIIEMATGKPPFYELGEPQAAMFK
VGMFKVHPEIPESMSAEAKAFILKC
FEPDPDKRACANDLLIDEFLKVSSKK
KKTQPKLSALSTGSNEYLRSISLPVP
VLVEDTSSSSEYGSVSPDTELKADPF
SFKARAKSCGEKDGKGIRTLFLGIPD
ENFEDHSAPPSPEEKDSGFFMLRKD
SERRATLHRILTEDQDKVVRNLMES
LAQGAEEPKLKWEHITTLISSLREFV
RSTDRKIIATTLSKLKLELDFDSHGIS
QVQVVLFGFQDAVNKVLRNHNIKP
HWMFALDSITRKAVQTAITILVPELR
PHFSLASESDTADPEDLDVEDEHEE
LSSNQTVRRPQAITEDAVATSGVSTL
SSTVSHDSQNAHRSLNVQLGRMKIE
'TNRLLEELVRKERELQALLHQAIEEK
DQEIRHLKLKSQPIDIPGFPVCHLNS
PGTTTEDSELPGWLRENGADEDTIS
RFLAEDYTLVDVLYYVTRDDLKCLRL

RGGMLCTLWKAIIDFRNKC




